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Pestome. Yuby maxonaoa COVID-19 kacanrueuoan mysanubd xemean 6emopaapoa auiepeux KacaiuKiapHuHe naioo
oyuwy ouran 002K 2eHemuKx XxXaed omuinapu Kypub yukunead. Maxonaoa eeHaap 6a UMMYHONIOSUK Dearyusnap
ypmacuoazu Mypaxkkaod y3apo 00TUKIUK YP2AHUN2AH, UMMYHUMEMHY HA30Pam KUnuul, ALIUIAHUW 64 MYCUK, yHKyusacuoa
UWMUPOK  3MAOUSAH  2eHAApHUHE MyXum axamuamu mavkuoianean. COVID-19  kacannueudan Keliun —aniepeux
XONamaIapHuHe 2eHemuK AAHOWAQMUHY MYIUK MYWYHUW YYVH KYuumua maokukomiap manab smunaou 8a Makoiaod
2CHEMUK XA8¢h OMUNIAPUHU AHUKIAW KIUHUK OKubamiapu mavkuonavean. Xynoca Kunub aumeanod, yuidy maokuxom
COVID-19 kowmexcmuoa aniepeux KACAMIUKIAPHUHS 2EHeMUK MAapKubul KUCMAApu Xakuoa Qotuoart MawviyMOmMIaApHU
Makoum 3maou, MOCIAWMUPUTIZAH 0AGONAUL PEdICANap 6a OeMOPAapHU NAPEaApUL KUTUWHU AXUULAUW YYYH SUUKIADHU
ouaou.

Kanum cy3nap: xasq) cenemux omumnapu, amiepeux rkacammukiap, COVID-19, SARS-CoV-2, mouuwnux, ummyH
2#Casoob, cenemuxa, NOIUMOPPUIM, YUMOKUNYL, uHmepReukuniap, toll-peyenmopaap, enemux mapxepaap.

Abstract. In patients recovering from COVID-19, this article investigates the genetic risk factors connected to the
emergence of allergy disorders. It addresses the intricate relationship between genes and immunological reactions, highlight-
ing the possible significance of genes implicated in immune control, inflammation, and barrier function. In order to fully un-
derstand the genetic landscape of allergy disorders after COVID-19, additional study is required, and the article underlines
the clinical consequences of finding genetic risk factors. In conclusion, this study offers insightful information about the ge-
netic components of allergic illnesses in the context of COVID-19, opening the door to individualized treatment plans and

enhanced patient care.
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ics, susceptibility, polymorphism, cytokines, interleukins, toll-like receptors, genetic markers.

Introduction: The COVID-19 epidemic, which
has affected millions of people globally, has had a sig-
nificant effect on global health. Although the SARS-
CoV-2 virus-induced acute respiratory sickness has
received the majority of attention, COVID-19 may
have long-term effects as well, according to new re-
search. There have been reports of new-onset or wors-
ening allergy illnesses in certain people who are re-
covering from COVID-19 as one of these effects. By
examining the genetic risk variables linked to the
emergence of allergy illnesses in patients following
COVID-19, this research hopes to offer light on the
interaction between genetics and immunological reac-
tions [6, 9].

Allergic Diseases and COVID-19: Allergens
are just one of the many environmental elements that
can cause hypersensitivity reactions in people with
allergic illnesses such asthma, allergic rhinitis, and
atopic dermatitis. While there are several potential
pathways driving the emergence of allergy disorders,
both hereditary and environmental factors play a cru-
cial role. Some patients' allergic disorders may develop
or worsen as a result of the immunological dysregula-
tion seen in COVID-19, specifically the dysregulated

immune response and increased cytokine production
[1,2].

Genetic Predisposition and Allergic Diseases:
Genetic factors are known to influence an individual's
susceptibility to allergic diseases. Several genes, in-
cluding those involved in immune modulation, barrier
function, and inflammation, have been discovered to
be possible risk factors for the emergence of allergies
[2,4]. Specific genetic variations have been linked to
allergy illnesses by genome-wide association studies
(GWAS), illuminating the intricate genetic architecture
of these conditions’.

Potential Genetic Risk Factors for Allergic Dis-
eases and COVID-19: Despite the paucity of studies
on the particular genetic risk factors for the emergence
of allergy disorders following COVID-19, preliminary
research has shown possible correlations. The genetic
variations linked to immunological dysregulation and
inflammation have received the majority of attention in
these investigations. For instance, differences in the
genes producing essential immune system proteins
including cytokines, interleukins, and toll-like recep-
tors have been linked to both COVID-19 and allergy
illness susceptibility [6,7].
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As potential risk factors for allergy disorders,
genetic variations linked to epithelial barrier function,
such as mutations in the filaggrin gene, have also been
discovered. It is possible that COVID-19's disruption
of the epidermal and respiratory barriers will interact
with these genetic variations and trigger the onset or
worsening of allergy disorders [1,3,5].

Genetic and Environmental Factor Interac-
tion: Genetic factors do not cause allergy disorders on
their own, but they do interact with environmental fac-
tors. In defining illness susceptibility and manifesta-
tion, the interaction of genetic and environmental vari-
ables is crucial. Allergens, toxins, and infections are
examples of environmental triggers that can alter gene
expression and immunological responses. In the case
of COVID-19, the virus itself and related immune re-
sponse modifications may function as additional envi-
ronmental factors that interact with a person's genetic
make-up, thereby raising the chance of the develop-
ment of allergic disease' [8,9,10].

Further study is required to fully understand the
genetic landscape of allergy disorders in light of
COVID-19. It is crucial to do extensive genetic re-
search including various populations and incorporating
data from multiple omics, such as genomics, tran-
scriptomics, and proteomics. Studies that follow pa-
tients over time and analyze their data longitudinally
might offer important insights into the temporal dy-
namics of genetic and environmental interactions [11].

In conclusion, we can learn more about disease
pathophysiology and enhance patient care by better
understanding the genetic risk factors for the emer-
gence of allergy illnesses in patients after COVID-19.
Our understanding of the complex interactions be-
tween genetics, COVID-19, and allergy disorders will
help us get closer to developing precision medicine
techniques that improve the prevention, diagnosis, and
treatment options for those who are afflicted.
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Pesztome. B smoii cmamve ucciedyromes cenemuye-
cKue hakxmopuvl pucka, cesi3aHHble ¢ B03HUKHOBEHUEM aLlep-
2UYECKUX paccmpolicme y natsieHmos, 6b1300paeiueaiouux
nocie COVID-19. B nem paccmampueaiomcs cClodicHvie
83AUMOCEA3U MENCOY 2EHAMU U UMMYHOIOSUYECKUMU DeaK-
YusiMU, NOOYEPKUBAECMCS  BO3MOJICHOE 3HAYEHUE 2€HO8,
VUACMBYIOWUX 8 UMMYHHOM KOHMPOIe, 80CRANICHUL U Oapb-
epHoti hynxyuu. Imobul nOIHOCMBIO NOHAMb 2eHemuye-
CKUIl  IAHOWA(dmM  aniepeudeckux paccmpoicme Rnocie
COVID-19, mpebyemcs oononnumenvHoe ucciedosanue, u
68 cmamve NOOYEePKUBAIOMCS KIUHUYECKUE NOCAeOCEUS]
BbISIGIICHUSL 2EHEMUYEeCKUX (hakmopos pucka. B saxmouenue,
2MoO uccredosanue npediasaem NoNe3HyI0 uH@opmatsio o
2eHEeMUYEeCKUX KOMIOHEHMAX AJUIePSUYeCcKUx 3a001e6anull 8
xoumexcme COVID-19, omkpvisas dsepu 0nst unousudy-
QILHBIX NIAHOE JIeUeHUsi U VIVYUUEHHO20 YX00d 3a natsieH-
mamu.

Kniouesvle cnosa: cenemuyeckue pakmopul puc-
Ka, annepeuueckue 3abonesanus, COVID-19, SARS-CoV-2,
nPeOpPacnoNONCEeHHOCMb, UMMYHHbIIL OMEem, 2eHemuKd,
BOCHPUUMHUUBOCHTD, NOJUMOPPUIM, YUMOKUHBL, UHMEPEl-
kunwt, t0ll-nodobusie peyenmopu, 2cenemuueckue mapxepoi.
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