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Maxomnaga COVID-19 yTkasran Ba yTKka3Marad OMKO30H—W9aK TH3UMHUAA MATOJOTHK Y3rapHuIuIap aHuKIaHTaH
OGeMOpIIapHUHT MYaKJIap MUKPOQIIOpacH KypcaTKUWIApH TaxXJIWJI KWJIMHTaH. YHa KOPOHaBUPYC YTKa3raH demopiap-
Ja n4ak MuKpogopacuaa canpoduriap (oudumo Ba nakTobaKTepHsIap) KaMainO maroreH Mukpodopa (Jlakro3a
maHduii E.coli Ba cradmnokokkiap) kynaiiranmuru kentupuwirad. Onunrad Hatmwkaiaap COVID-19 ytka3ub coraii-
raHJaH KelinH XxaM OemMopIap OLIKO30H HYaK TU3UMM/IA SUUTHFIIAHUII JKapaéHu y30K CakJIaHUIINAAH JIaojat Oepaiu.

BBISIBJIEHUE JUCBAKTEPUO3A KUIIEYHUKA Y IAHIUEHTOB
C HATOJOT'MYECKUMHU UBSMEHEHUSIMHA B XEJYJAOUYHO-KUIIEYHOU CUCTEME,
INEPEHECHIUX U HE NIEPEHECIIINUX COVID-19
M. U. UcmounsoBa, A. I'. 'anaeB
®depranckuii MEIUIMHCKAN HHCTHTYT OOIIECTBEHHOTO 310poBbhs, Deprana, Y30eKucTan
TamkeHTCKas MEIUIIMHCKAs akaaeMus, TamkeHT, Y30ekucrtan

B crarhe npoaHanu3upOBaHBI MOKA3ATENN KUINICYHON MUKPOGIOPHI OONBHBIX TEPEHECHINX U HE TIEPCHECIINX
COVID-19 , y KOTOpBIX OBUIM MATOJOTHYECKHE M3MEHEHUS B JKEJyAOYHO-KUIIEYHOM TpakTe. B HeM ykazaHo, 4To B
MUKpO(]IIOpe KUIIeYHHKa OOIBHBIX NMEPEHECIINX KOPOHABUPYC CHIDKEHO KOJHMYECTBO canpoduTtoB (Ombpumo- u max-
TOOAKTEpUH) ¥ TOBHIIICHA TATOTEHHAst MUKPO(IIopa (JaKTO300TPHUIATEIHHBIC KUIIEYHBIC MTAOYKH U CTAPIIIOKOKKH).
ITonydeHHbIe pe3ynbTaThl CBUAETENBCTBYIOT O TOM, UTO Jaxe nocie BeizgoposieHust or COVID-19 BocnanuTenbHbIi
MPOIECC COXPAHSIETCS JUIMTEIBHOE BPEMsI B )KEIYI0YHO-KUIIICYHOM TPAKTE OOJIBHBIX.

DETECTION OF INTESTINAL DYSBIOSIS IN PATIENTS WITH AND WITHOUT COVID-19 WHO HAD
PATHOLOGICAL CHANGES IN THE GASTROINTESTINAL SYSTEM
M. I. Ismoilova, A. G. Gadaev
Fergana Public Health Medical Institute, Fergana, Uzbekistan
Tashkent medical academy, Tashkent, Uzbekistan

The article analyzes the indicators of the intestinal microflora of patients with and without COVID-19, who had
pathological changes in the gastrointestinal system. It states that in the intestinal microflora of patients with corona-
virus, saprophytes (bifidobacteria and lactobacilli) are reduced and pathogenic microflora (lactose-negative Escherich-
ia coli and staphylococci) is increased. The results obtained indicate that even after recovery from COVID-19, the
inflammatory process in the gastrointestinal system of patients persists for a long time.

Xo3upru KyHzaa onu0 OopmiiaéTraH TaaKUKOTIAp KOpOHAaBUpYC MH(DeKnusacH, HadakaT pe-
CIupaTop, OalKH OIMIKO30H - MYaK TU3UMHAA XaM, MAaTOJIOTHK Y3TapHUIUIapHU KeATHPUO YHKapu-
mHu Tacaukiaan. COVID-19 na omko30H W4Yak — TU3UMHUIATH CUMITOMIIAD YMYMHH KIMHUK
oenrmnapHuHr 15% Ba yHAaH OPTHUK XOJaTIapyHU Takuil Kuiaau. L.Lin Ba Xxammyamiuduap To-
MoHunaH 95 nadap COVID-19 Ounan kacamnanran Oemopiiap TEKIIUPHWITaHAA, YIapHUHT 58
Hadapua OMIKO30H — MYaK TU3UMUA Y3rapuiiuiap aHuKJIaHraH [S].

Karop ky3aryBmapaa COVID-19 na kacaIMKHUHT OMPUHYM TYJIKMHUIA KYTIPOK pecrHpa-
TOp THU3UM, UKKWHYM TYJIKHHUAA 3Ca OLIKO30H-MYaK THU3UMH 3apapiiaHdll Oelruwiapu Xoc JeraH
¢buxpnap onaunra cypuiras [7,10].

2019 iinnna AKIlna kyHrun aitHUI, KalT KWJIMII, KeHUHTY KYHH JUapesira IMUKoAT OuinaH
kenraH 35 €num 6eMop HakacuaaH OWpuHYM MapoTtaba kopoHaBupyc PHKcu kacammmkauHT 7
KyHHM1a axxpatuiras [3].

Avipum mawsaymoTiapra kypa COVID-19 PHKcu kacaymukHUHT S5 KyHHAaH Oormuiad
aHMKJIAHA/IM Ba YHUHT IOKOpH uyKkucH 11 kyHra tyrpu kenaau. baw3u 0emopnap Haxxacuna PHK
pecnimparop Oenrwiap Hykonud Hadac awp30napuiaH OJMHTAH TETHIUIM CHHaMaiap MycOar
OynrangaH keitnH xam caxkinananu [13,15,8,14,12].

Karop Taakukotumnap COVID-19 PHKHu Hakacna TONMWIMIIHHA WHPEKIUSHUA OIMIKO30H-
WYaK TU3UMUJA Y30K CaKJIaHUIIMHKM OeJIrucu sMac 1ed Kaparica xam [1,9] 6omika yHra Kapama-
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Kapimu (ukprap xam MaBxya. MabiayMKd, KOPOHAPOBHPYC OpraHM3MIa aHTHOTCH3WH aiaHTH-
pyBun pepment (AAD 2) peuentopiaapu opkanu kupajau. AAD 2 perenTopIapuHUHT FOKOPH IKC-
npeccusicn Hadakar yrka anmpBeoiajapu XyKalpamapuaa, Oallkd OIIKO30H, YH MKKA OapMOKIH
WYaK XamJa, TYFpU HUak 0€3CMMOH SIUTENHNAI XyKapagapuaa XaM Ky3atwiaau [6,16,4] Ba Oy ¥3
HaBOaTuaa ymoy nH(EKIHsIa OMKO30H-HUaK TU3UMUAa OeNruiap ro3ara kenumura cabad 0ynum-
M MyMKuH [12].

Aiipum ky3atyBiapaa COVID-19 Gunan orpuran Oemopiapzia racTpo3HTEPOIOTHK IIUKOST-
JapHU y4ypall Aapa)kacy TaxJIMJI KWIMHraH. XUTOi1a oNMHrad MabiaymoTtiapra kypa 1099 COVID
-19 Tamxucu TacaukiIaHraH OemMopiapHUHT 5-6% KalT kunuil Ba 3-8% ga quapes Ky3aTHITaH
[2]. V anuknanran 204 Gemopnapaunr (Ypraya €mm 54,9+15,4 #inin) KIMHUK MaH3apacH TaxXJIui
KWJIMHTaHJ1a SHT KYTI Ky3aTUJIaJuraH racTPOIHTEPONIOrHK Oenru aHopekcus (83,8%) 6ynran. [ua-
pest 29,3%, xait kunum 0,8%, xopunaa orpuk 0,4% Oemopnapaa kain stuirad. Canal ytuiaraxn
Oenrunap KysaTwiran 6emopiap mudoxoHa MapouTHaa yiaap Oyiamaranmapra HucOaTaH y30KpOK
naBonanrannap (P=0,02). bynna ractposHTepoioruK mMuUKoATiIapu 6yiaran 6emopnapHusr 53,4%
HuHr Haxacuaa COVID-19 supycu PHKcu anuknanran [7]. Kopunpa orpuk xynpox COVID-
191um orup keun xosutapuaa yuparas [11].

JlexuH Ou3 ypranran MaBXya afaOuéTiapaa Typiu WIKU ab30Jap, Iy KyMmiiagaH, OIIKO30H
— nuak Ti3uMH Kacayumkinapu Herusuaa COVID-19 yTkasran «HUCOMI cortom» 6emopiapaa Ky-
3aTUIQNTaH Y3rapuiuiap TYFpUCHAA MabJIyMOTIap Kyda kam. BaxonmaHku ynmapHH ¥3 BakTuAa
aHUKJIAIl MKKUIaAM4U NpoQHIaKTHKA MYyoJaXKaJlapuHHU YTKa3uIl MyXUM aMajuil axamusTra ara.
Ymoy HyKTau Ha3apaaH OU3 OIIKO30H-WYaK TU3UMH Kacaymukiapu oenrminapu ouinan COVID-19
YTKa3raH Ba «HUCOMU COFIIOM» OeMOpIapHU OBKAT Xa3M KWJIHII abh30JIapy XOJATHHU YPraHUIITHH
OJITUMM3TA MAKCaJ KUIUO KYHIHK.

Tagkukor makcagu: COVID- 19 yTka3ran Ba yTka3zmaraH OIIKO30H - UYaK TU3UMULA Ma-
TOJIOTHK y3rapuilulap aHUKJIaHTaH OeMopiapa H4akjiap MUKpoQIOpacuHU YpraHHIL.

TaakukoT MaTepuaau Ba ycayouaapu: Onaumusra KYHUITaH MaKkcaaaaH Keanb 4yukKuo
OIIIKO30H-MYaK TH3UMH Kacayulnkiapu Oenrmnapu aHukimanran 100 vadap 6eMopriap Ky3aTHIIu-
nap. Ynapuunr 42 nadapu (42 %) spkakiap Ba 58 (58%) aémmap Tamkun kunaunap. bemopnap
nactad 2 rypyxra axpatwiguiap. Yiapaunr oupunun rypyxuau COVID-19 yTkasran “HucOuii
COFJIOM”, aMMO OILIKO30H-MYaK TU3UMH KacaJUIMKIapu Oenaruiapu Mapxyn o6yiaran 60 Ta, yprada
émm 55,06 £ 2,1 6ynran 27 Hadap spkakiap Ba 33 Hadap aénaap TaIIKWI KAIIUIap.

WkkunHuu, spHU HazopaT rypyXx COVID-19 yTka3maraH JeKWH OMIKO30H-UYaK TU3UMHU Ka-
calnukiaapu Oenruinapu MaBxkya Oynran 40 Ta, ypraua €um 63,4 + 1,5 6ynran 15 Hadap spkaxnap
Ba 25 Hadap aémrapaan ubopat Oyiau.

BakTeprosoruK TEKIMUPUI YIyH HakKac OJWHUIIN OMIAHOK cTepmi (urakoHmapaa yrabopa-
Topusra eTkazuwian. Tekmmpunuiap @aprona maxpugaru «PRIMUSy nuarnoctuka Mapka3uHUHT
0aKTEpUOJIOTHK JIabopaTopusAa YTKAZUIIH.

TaAKUKOT/A ONMHTaH MabIyMOTIapra ctaTucTuk unuio 6epumina MS Excel (2016) naker-
JU KOMIIbIOTEp AacTypuaaH (ormananwinu. bapua skanBaimiapna KeITHpWITaH KypcaTKAWIap-
HUHT YpTaua apupMeTHK Ba cTaHAapT ofuuuiapu (M+m) xucobmanunau. ['ypyxnap ypracuaaru
TadoByTIap MIMOHWIMIATH CTIOJEHT ME30OHIApUHM TOK Ba Xy(QT (apKIapuHM KYIUtaml OpKaju
aAHUKJIaH]IH.

TagkukoTr HaTHKAJAPUHUHT Taxamwid. COVID- 19 yTkasran Ba yTka3marad OLIKO30H -
WYaK TU3UMUIA [aTOJIOTUK Y3rapuiluiap aHUKJIaHraH OeMopiapaa yimoy HHPEKIUSHUHT WYaKHUHT

1 sxaaBana

KysaryBaaru acocuii (COVID19 yTkasran) Ba Hazopat (COVID-19 yTkazmaran) rypyxJapaaru
0eMOpJIAPHUHT HAKAC IKMACH HATHKATAPH.

Ne Kypcarkuuiap Acocuii rypyx (n=60) | Hasopart rypyx (n=40) P

1 | bubugobakrepus 4,5+0.98 x10° 8,2+1,6x10’ P<0.05
2 | JlakrobakTepus 8,6+1,8x10° 1,6+0,3x10’ P<0.05
3 | E.Coli naxto3a maH(pmit 7,7+2,0x10° 4,742,6x10° P<0.01
4 | E.Coli naxto3a Mycbar 8,8+1,7x10° 10,9+5,4x10° P>0,05
5 | DHTEpPOKOKK 6,5+1,7x10° 3,1£2,2x10° P<0.01
6 | CanpoduT CTaQHUIOKOKK 1,140,2x10° 3,1£2,1x10° P>0,05
7 | 3amOypyriiap 3,7£0,2x10° 2.8+1,0x10" P>0,05
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MEeBEPUIT MUKPO(IIOpacuTa TAbCUPUHH YPraHUII MaKCaJAuIa TAIKUKOTIa jkaja0d KWIMHTaH OemMop-
Japaa Haxkac skMacu yTkaszunnu. Kyitunaru 1 xaaBanga Ky3aTyBaaru O€MOpJIapHUHT Ha)Kac JK-
MacH TaxXJIMJIN KEJITUPUIITaH.

Kanpannan xkypuaud typudauku, COVID— 19 Ounan kacayiaHTaH Ba «HUCOWUN COFIIOM»
O6emopiapaa Uyak MHUKpodQIiopacuia SKKOJI y3rapuiuiap Ky3atwirad. Mabiymku, Oudpumodakre-
pusuUIap OpraHU3MHH ITaTOTeH MUKPOOPTaHU3MIIApaH XUMOs KHJIa i Ba METa0OJIM3MHUHT SIKyHUH
MaxCyJIOTH CYT Xamja CHpKa KUCJIOoTanapu xucoOnaHaau. by xucnoramap wuaknapaa pH napa-
KACUHU KaMaWTupuO aHTHOAaKTEepHaJ TabCUp KypcaTaju Ba Iy OPKAJIM NAaTOT€H MHKpOOpra-
HU3MJIAp KYMaWuIura TYCKUHINK KUagu. 6-kaBanga KeITUPHITaHUIEK acocuil rypyx 6emop-
napya uaakaa oubunodakrepusiap Mukaopu 4,5+0,98 x10° ta Ba Hazopar rypyxuna 8,2+1,6x10’
TaH! Talkui 3THO, paprmap umonunu 6ynau (P<0,05).

WNuakgaru myxum OakTepusuiapAaH siHa OMpU — JTaKTOOAKTepHsUIap XucoOIaHaau. Yiap op-
raHu3Ma WHPUHTJIAII Ba YHPUIN KapaCHiapura caba® OymamuraH maToreH OaKTepusIapHU
Kynaiumura Kapimuiauk kunaau. [lyHuHraex, ndakiapra Talkd MyXUT/IaH TyIIrad naToreH 0ak-
TepUsIIapHU XaM 3apapcusiaHtupuira épaam Oepamu. KysaryBnarun 6eMopiapHUHT HMKKaja Ty-
pyXuia JakTobakTepHsIap MUKIOpH Moc paumaa 8,6+1,8x10° Ba 1,6+0,3x107 6y1u6, kypcat-
KA4Iap rypyxJjap ypracuaa conuiurupwiraiia dapkiap umonwin 6ynau (P<0,05).

Nuak nu30akTepUO3ZMHUHT MyXUM TalIXUCUA ME30HHM J1akTo3a MaHbuii Escherichia coli co-
HU XucobnaHaau. MabIyMKH, yIapHUHT KYTUIUTH HYFOH WYaKIapHUHT MOTOP - ABaKyaTop ¢aoiu-
aTHHUHT Oy3unummura cabad o6ymamu. COVID— 19 yTkasran Ba «HUCOHWI COFJIOM» TypyX OeMop-
Japaa yHu yTkazmarad 6emopiapra HucOataH yakto3a Manduii Escherichia coli conn rokopu 6yi1-
nu (Moc paBuaa 7,7+2,0x10° xamaa 4,7+2,6x10%). KypcaTkuuaaap HKKaga rypyx ypTacuaa y3apo
COJIMIITUPWITAaH 1A FoKopH uimoHwn (Gapk anukiaanau (P<0.01). Jlakroza myc6at Escherichia coli
COHM acocHii Ba Ha30paT Typyxuaa mMoc pasumiia 8,8+1,7x10° xamaa 10,9+5,4x10° Hu Tamxun
Kuiuo, dapkiap umonuau 6ynamanu (P>0,05).

Ourepokoknap coHu COVID— 19 yTkaszran Ba «HHUCOUN COFIOM» XamJla YHU YTKazMara
rypyx 6emopnapna Moc pasumma 6,5+1,7x10° Ba 3,1+2,2x10° mu Tamkmn >tau. Mkkama Typyx
KYpcaTKUWIapH y3apo coJMITUpHIranaa dapkiap rokopu umonwmm o0ynau (P<0,01). DuTepo-
Kokimap B numdonutiapan GaonnamTHpuil Ba MIMMYHOTJIOOYIUH A CHHTE3MHHU OMIMPHII OPKAJIH
UMMYHHUTETHU parOaTIaHTHpaJd Xama SpKUH WHTEpIIeHKnH 1 Ba 6 HU WIUIA0 YMKAPHIIUIIN
KynalTupuIn OMIaH aHTHAIEPTUK Xam/la aHTHOaKTepua TabCUp KypcaTaiu.

TankukoTra xand THIraH 6emMopiapaa cTaQrIOKOKKIap Ba 3aMOYpyFIIap XxaM YpraHuIIu.
Acocnii Typyx 6eMopriapaa canpodut cTahHUIOKOKKIAp aHUKIaHraH 6yauo6 ymap 1,1£0,2x10° mu
Ba HasopaT spHH COVID-19 yTkasmaran rypyxaa sca 3,1£2,1x10* mu tamxun stam (P>0,05).
bynnan tamkapu Haxacaa COVID-19 yTka3ran Ba «HUCOUN COFIOM»TYPYX, Oemopiapaa 3aMO0y-
PYENap COHMHMHT Ha30paT I'ypyXura Huc6GaTtad (Moc paBuuia 3,7+1,0x10* xamma 2,8+1,0x10%)
toxopu 6ynau (P>0,05).

[laToreH MUKpOOpPraHU3MIIAp COHUHUHT KYMANHIIN OIMIKO30H — MYaK TU3UMUHUHT 3apapiia-
HUIIY OWJIaH y3BUI OOFJIMK XucoOmaHaau. XycycaH aHTHOMOTHKIAPHUHT KYJUIAHWIIUIIN MATOTeH
Ba MAaTOreH OyiMaraH OakTepUsTIAPHUHT KYHMAaMUIIUHU TYXTAaTHILIN OPKaJId MaTOreH MUKpodIopa-
HUHT XYCYCHSTIAPUHH OJIUIITN MYMKHH OYITad canpo@ut MUKPOQIOPAHUHT KYTAWUIIHNTa IIAPOUT
spatud Oeprax.

KOxopunaru raxyun Hatmxkanapu COVID—-19 O6unan kacainaHral Ba «HUCOUUM COFIIoM» Oe-
MopJiapaa HyFoH U4aK Au30aKkTepruo3n, OuduI0 Ba JaKTOOAKTEPUSTIAPHUHT €TUIIMOBYHIINTH, JIaK-
T03a MaH}uUl TaéK4amap Xxamaa YHTEPOKOKKIAPHUHT COHMHHUHT OLITUIIUHU KYpCaTIu.

Mynnait kw6 xy3aryBaaru COVID-19 yTkasran Ba KIMHUK COFaiiraH Oemopiapia, YHH
VTKa3Maraniapra HucOaTaH HYaKiapAa SKKOJ IUCOAKTEpPHO3 PUBOKIAHTAHIUTH AaHUKJIAHH.
Omnuuran Hatmwkanap COVID-19 yTkasrannapaa sSULTUFIAHUII jKapa€HU Y30K MYAJAT CakJIaHUO
KOJIMIIUAAaH Ba 6eMopriap peabminTanus MyoJiaxkalapura MyXTOKIUTHIaH J1ajaoiaaT oepaiu.
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